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7- Genomic Best Linear Unbiased Prediction (GBLUP)
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Tablel- Structure of the base and two derived population
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Step2:Iranian population (IP) and foreign population (FP)
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Replacement ratio for females
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Selection
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BV estimation method
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Age Low EBV
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! Historical generations
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Table2- The structure of final population
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Table3- Genomic structure of the population
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Table3- Structure of several Reference population and accuracy of genomic estimated breeding value in validate population

P95 ofl gl b i g5

Y gaiglings b 4

_ Jolass
[EYGNERC oo o5 (456 Caumox 1 595 sl Juus) (3156 Coamer 4 S35 sla Jus) o
Sire dam Sire Sire 99
(foreign population) (distant relationship) (close relationship) SEaad
accuracy  Size accuracy  size accuracy size accuracy size Total size
- - - - - - 0/17 100 100
0/31 500 0/26 500 0/22 500 0/34 600 600
0/39 1000 0/30 1000 0/26 1000 0/42 1100 1100
0/46 2000 0/37 2000 0/32 2000 0/51 2100 2100
0/52 3000 0/41 3000 0/38 3000 0/56 3100 3100
0/54 4000 0/44 4000 0/41 4000 0/59 4100 4100

oilidl )l cpluide Cumes 0 &S pl @ o bl sl
5l ookl sy oo a5 4 Sew e (8 Glges Yoo o U 5 plly
09581 35 () hlSen 5 Sacsie 5 (V1) ()lSed 5 (s 252
500, S wyp &y Coumen 4y bz cacdl jo 1) ool
s ;3 Eono Lialil e Blo3,8 U5 1y oo il
dlp oSl w515 g Gl 2 e s ] U

Ja_wy.n d).s..\_swl)9 l_: W) Co d).:.\.: u.sl)s o3lésiwl .))9.9
959)31 odas slay; ).ubma\f S0 )uw &oloxe 9('/Y(b

Comer pydccmlio (gl Cowds Bua g Wb e (3,1 )5 I

Sl 450 Cure 4 S35 slaus I 5 slagls &S e
A Camd Cmed 93 O ($Vglings daly (Sod5 e 4y
oS s ¥gldygd ataly Ly 5593 (slyJus jl lagls ol &7 Al
LS g e golis L &S 1 uols (g ity s 135 ol
ol gpoge nl 3 cllas (Y) (s 5 SN 5 (A 5 V)
13 o] o5 Cunas b Bglings Sllg 31 olitel il 45 oyl
alaly Gl Gloj CuBIS L a5 a3 o U5 Bl oo @20 Cuner
3 50l 1 (slmaygl 1S5 g aly GhalS Cumez 93
) ol s i
Ol 38l cel 30 an e Curen 4 0dlo Gllgs 40,5 a8l
aS b 4 Cans Cono ]38l e bl il by s i Cous
L g 392 55 1 28lsl Cumenr 4 Y (shiglings b 5 slagls
gl 1S 03933] @ jo e 4 Wiglidy s e slay & >



Vo) ol nlids gbagls 5o Suogi) Ll CodS p Surex Jolgs (5 0 Sl (o)

Comas 93 30 (Siwge Jobs pac polss —€ Joa>
Table4- Consistency of linkage disequilibrium between
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