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Figure 1- a) pLenti-EF 1a-Sox2 plasmid’s map which encodes Sox2-TALE-TF b) Amino acid sequence of each repeat in central
DNA binding domain of TALE proteins. The location of RVDs has been marked with “??” ¢) Schematic of bovine Sox2 gene,
location of primers and TALE-TF binding site d) pAAV-minCMV-mCherry plasmid’s map after cloning of Sox2-TALE-TF’s

binding site upstream of minCMV promoter
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Figure 2- a) Florescent microscopy results for HEK293 cell (co-) transfected with Reporter and Sox2-TALE-TF. b) Amplification
plot for human Sox2 and GAPDH genes in qRT-PCR and ¢) the melting curves of PCR products. d) Calculated fold induction of the
Sox2 gene in transfected HEK293 cells
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Table 1- List of previously published TALE-TFs and their activities on endogenous genes

e sk 2 S 09 o Fold " TALE length
Reference Cell type Gene targeted Domain Change
Egl3, Bs4, Bs3 .
19) Plants Knatl, UPA20 Native n.d. n.d.
HEK 293FT Sox2 VP64 5.5 12.5
31) HEK 293FT Kif4 VP64 2.2 12.5
HEK 293FT cMyc VP64 n.a. 12.5
HEK 293FT Oct4 VP64 n.a. 12.5
(18) HEK?293 NTF3 VP16 30 17.5
HEK293-Rex PUMA VP16 1.5 17.5
@) HEK293-Rex IFN al VP16 3 19.5
HEK293-Rex IFN bl VP16 3.5 17.5
4) Plants Bs3 Native n.d. 13.5
3) Mouse ES cells Oct4 VP16 4 17.5
Mouse neural SC Oct4 VP16 30 17.5
%) Human 293FT CACNAI1C VP64 3-5 16.5
(30) Human 293FT FXN VP64 3.1 13.5
©6) Human U-20S OSGIN2 VP64 4.8 18.5
Human U-20S ZC3H10 VP64 1.3 18.5
21 HEK293T CEACAMS VI;156 up to 17,183 vary
ERBB2 P
Human Flp-In-T-REx-HEK?293 VEGFA VP64
(16) primary human BJ-fibroblasts NTF3 po5 =250 vary
mir302/367 cluster

n.a. Not Applicable, n.d. Not Determined
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Figure 3- Florescent microscopy images for bAF cell (co-) transfected with Reporter and Sox2-TALE-TF. b) Amplification plot for

bovine Sox2 and ACTB genes in qRT-PCR and ¢) the melting curves of PCR products. d) Calculated fold induction of the Sox2 gene
in transfected bAF cells
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Table 2- List of primers were used in this study
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Sl J$(5°...3) Product oliiawd oyles o
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BSSox2F CCCGCTAGCTTTATTCCCTGACAGC ) 1o adllas
BSSox2R GGGGCTAGCACGGGGGCTGTCAGGG ”
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